
48

G00010 PCR00002 `000000000003771 223325173533 444534423428 180 (0.79) 25

G00017 PCR00803 `000000000003771 222325173533  445644423328 178 (0.78) 18

G00012 PCR00002 `000000000003771 223325173533 445644423328 124 (0.54) 28

G00016 PCR00041 677777477413771 254326223432 14a843263217 114 (0.50) 31

G00011 PCR00015 777776777760601 224325153323 444234423337 109 (0.48) 30

G05056 PCR00041 677777477413771 254326223432 14a943263217 102 (0.45) 23

G10345 PCR00160 777776777760601 224325143323 244234423337 96 (0.42) 9

G00014 PCR00051 776037777760771 223125163324 242434223525 79 (0.34) 20

G00013 PCR00016 700036777760731 222325143223 434534412334 77 (0.34) 20

G00020 PCR01328 776377777760751 333325153222  351544223229 67 (0.29) 14

 Table 25. Ten Most Frequently Reported GENTypes1 Among Genotyped Tuberculosis Cases: 
United States, 2010–2012

PCRType2 Spoligotype 24-locus MIRU-VNTR
TB Cases with GENType3

Reporting 
Areas4 with 
GENType

No. No.(%)

1 GENType is defined as a unique combination of spoligotype and 24-locus mycobacterial interspersed repetitive unit-variable number 
tandem repeat (MIRU-VNTR) type.
2 PCRType is defined as a unique combination of spoligotype and 12-locus MIRU-VNTR; every GENType has a corresponding 
PCRType.
3 Among 23,033 cases with GENTypes during 2010–2012.
4 This table reflects common GENTypes for the 50 states and the District of Columbia; for common GENTypes in the United States Affili-
ated Pacific Islands, please see Table 26.

GENType




