Laboratory Outreach Communication System (LOCS)
Call

Office of Laboratory Systems and Response (OLSR)

20 April 2026, at 3:00 P.M. ET

Thank you for joining, we will begin the call momentarily. This call will be recorded.
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Agenda

* Welcome & Announcements
- Jasmine Chaitram, CDC, Office of Laboratory Systems and Response
(OLSR)
* Measles Update
- Sara Elizabeth Oliver and Jessica Prince Guerra, CDC Measles Response
Team
* Virtual Reality Training on Specimen Handling
- Joseph Rothschild, CDC Division of Laboratory Systems (DLS)

e Specimen Submission to CDC
- Valerie Albrecht, CDC OLSR
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) . CDC's Office of Laberatory Systems and Respense (OLSR) convenes regular Laboratory Outreach Communication System (LOCS) calls

with clinical laboratories and other audiences. The calls are an opportunity for CDC and other participants (such as federal partners and
professional organizations) to provide updates and answer questions from the laboratory and testing community.

.
LOCS Ca | | In fo rmation e typicaly ke ploce on the the Monday o coch auorter at 300 P Easter time Ad hoc meetings may be conveneelas neeced for

-

various laberatory and testing-related updates. OLSR posts the audio, slides, and transcripts online after each call.
. . y

- I ranscri pts How to submit questions
To submit questions for consideration, email LOCS@cdcgov in advance or use the question and answer (Q&A) function in Teams during
the call Because we anticipate a large number of participants on this call and many questions, we may not be able to directly and

S I M d immediately address every issue. However, we will note your questions and feedback and tailor the centent of future calls accordingly.

- dlides
Join from a PC, Mac, iPad, iPhone or Android device

-

Audio Recordings ———

Calendar invite

Join the meeting now Link (7
Meeting ID: 211 777 413 061 1
Passcode: eD3KsbnX

« The download link for the Microsaft Teams app on Windows Download Microsoft Teams Desktop and Mobile Apps | Microsoft Teams [

* The download Teams Link for Android: Teams for work - Android Apps on Google Play (7

LOCS Ca”s and ArChiVe I LOCS I CDC + The download Teams link for i0S: Microsoft Teams on the App Store

LOCS Calls, Recordings, and Slides
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https://www.cdc.gov/locs/php/calls/index.html

How to Ask a Question

 All participants are muted and chat feature is disabled

* Using the Microsoft Teams System
Click the Q&A button in the Microsoft Teams meeting
Type your question in the Q&A box and submit it

Please do not submit a question using the chat button

For non-laboratory testing questions, please contact CDC-
INFO at cdc-infostaff@cdc.gov

For media questions, please contact CDC Media Relations at
media@cdc.gov

If you are a patient, please direct any questions to your
healthcare provider
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Announcements



Access to ISO 35001:2019—Biorisk Management for Laboratories

* If your institution is interested in receiving access to ISO
35001:2019

- Designate a point of contact (POC) responsible for biorisk management at
your institution (e.g., laboratory director, biosafety officer, etc.)

- POC will email the DLS Biosafety mailbox (DLSBiosafety@cdc.gov)
expressing interest and include your institution's name and address

- POC will be notified if your institution is approved and coordinate
distribution using the names, email addresses, and job titles of
individuals who should receive access

- If you have any questions or require further information, contact DLS at
DLSBiosafety@cdc.gov
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Measles Update, April 2026

Measles Response Team
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Situational
Update

Update weekly from
https://www.cdc.gov/measles/data-

research/index.html
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History of Measles Cases in the U.S., 1962-2023
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tMeasles was declared eliminated in the U.S. in 2000 by WHO/PAHO. Elimination is defined as the absence of endemic measles transmission in a
region for =12 months in the presence of a well-performing surveillance system.



Annual Measles Cases, United States, 2000-2026

2000-Present*

2,500 measles cases

2,000
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0
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Measles Cases and Outbreaks | Measles (Rubeola) | CDC

*2026 data as of April 9, 2026
e
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AS OF APRIL 16, 2026,

1,748 confirmed
measles cases have
been reported across
33 jurisdictions in the
United States

cdc.gov/measles/data-research/index.html



Epidemiology of U.S. measles cases: in 2025 (n=2,287) and in 2026 (n=1,714)

2025 2026

(full year of 2025) (as of April 9t, 2026)
Age
Under 5 years 584 (26%) 354 (21%)
5-19 years 1,015 (44%) 888 (52%)
20+ years 675 (29%) 467 (27 %)
Age unknown 13 (1%) 5 (0%)

Vaccination Status

Unvaccinated or Unknown 93% 92%
One MMR dose 3% 4%
Two MMR doses 4% 4%

11% of cases (243 of 2,287) 6% of cases (96 of 1,714)
Hospitalizations for management of measles for management of measles
complications complications

2 in Texas and

1 in New Mexico L




Nearly all large (>50 case) outbreaks more in closeknit communities with low
vaccination coverage (2000 — 2026)
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Number of Large Outbreaks
(*50+ cases)
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* Outbreaks with 50 or more measles cases, 2000-

2026
Data as of April 9, 2026

Washington:
2019: 79 cases
MMR: 76%
()
o
()
California: J
2014: 147 cases
MMR: unknown
Arizona/Utah:

2025-26: 889 cases*

MMR: unknown

2026: 175 cases*
MMR: unknown

Texas:

West Texas: —
2025: 853 cases
MMR: unknown

Minnesota: ——
2017: 75 cases
MMR: 42%

Minnesota:
2024: 52 cases
MMR: 24%

L— Kansas:
2025: 90 cases
MMR: unknown

2024: 58 cases
MMR: 44%

— Ohio:
2014: 383 cases
MMR: 14%

[— Ohio:
2022: 86 cases

MMR: 53%
New York:
e 2013: 59 cases

MMR: 66%

L
‘. New York:

2018-19: 2 outbreaks,
1105 total cases
MMR: 77-79%

._—|—
South Carolina:

2025-26: 1097 cases*
MMR: unknown

Ii Florida:
2026: 112 cases*

L MMR: unknown




Clinical Testing




Establishing a Measles Diagnosis

For clinicians seeing patients with measles compatible symptoms, consider
the following:

¥y £ o

Clinical Vaccination Travel or Exposure
Case Definition History History in Prior 21 days

18




Testing for measles

* Diagnostic evaluation of measles should include:
- Both molecular testing (rRT-PCR) from NP/OP swab and serology (IgM)

- If the testing is >3 days after rash onset, consider getting NP/OP and urine for rRT-
PCR, to improve sensitivity

- Consulting public health authorities early when measles is suspected can help
ensure that the right tests are done, and specimens are routed appropriately

https://www.cdc.gov/measles/php/laboratories/index.html




Measles testing with RT-PCR is preferred.

swab may improve test sensitivity, especially if at
the end of the PCR detection window.

Measles Tests When to Collect?
i« Nasopharyngeal As soon as possible upon suspicion of measles:
2 (NP) or Throat ideally 0-3 days after rash onset, up to 10 days
(OP) Swab \ after rash onset.
&
3 Within 10 days of rash onset
S| - TN} o cavs A |
o 3) Urine *Collecting a urine specimen along with an NP/OP
9 o
-
0
<
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Measles IgM antibody testing has limitations and
should be used with RT-PCR.

Measles Tests When to Collect?

Acute Disease

= Collect with specimen for PCR. Can be negative
Serum \ up to 3 days after rash onset. IgM can be

IgM

detected for 6-8 weeks after acute measles.




IgM testing alone can pose challenges in settings
with low measles incidence.

— Cross-reactivity with other causes of febrile rash illness
has been documented*

— False positive results are more common when the
likelihood of measles is low:

= There isn’t local active transmission and patients have

not traveled’

= Patients without known exposure have been fully
vaccinated

*Jenkerson SA et al.N EnglJ Med. 1995;332(16):1103-1104.
"Ciccone FH et al. Rev Soc Bras Med Trop. 2010;43(3):234-
239.

Hiebert J et al.J Clin Microbiol. 2021:;59(6):e03161-20. 22




After MMR vaccination, some people develop fever and
rash that appears similar to a measles infection.

~1=5% of

persons
ﬁ




Measles Vaccine Assay (MeVA) detects vaccine-
strain measles virus and can distinguish between
detection of vaccine strain vs wild-type virus

MeVA

:: o Wild-Type Measles Virus

Vaccine-Strain Measles
Virus




MeVA testing should be performed when there is

epidemiologic risk of measles infection in a recent
vaccine recipient.

e Testing a person with mild fever and rash after recent
vaccination is not necessary if there is no
epidemiologic risk of measles

* If there is epidemiologic risk (international travel, ' '
local outbreak, known exposure), MeVA should be MeVA
performed after standard RT-PCR

25




VPD surveillance and testing

* Four national Vaccine Preventable Diseases Reference Centers (VPD RCs)
established in 2013 to provide

- standardized diagnostic testing

- genetic characterization for select VPDs to support jurisdictions & CDC

* VPD RC services have expanded and diversified
- measles vaccine specific PCR assay (MeVa)
- mumps (molecular) and VZV (serology and molecular testing)
- adenovirus and enterovirus surveillance
- genetic characterization of measles and mumps



Viral Vaccine Preventable Diseases Reference Centers and Testing

ENROLLED PHL VPD RC ASSIGNMENTS: St

VIRAL AND BACTERIAL APHL

OREGON

Lane County Public
Health Laboratory

NEVADA
W Nevada State Public
Health Laboratory
 Southern Nevada Public
Health Laboratory

CALIFORNIA
Y Orange County Health Care Agency
San Joaquin County Public Health
Laboratory
W san Mateo County

Viral VPD Reference Centers (RCs)

. California Department of Public Health Laboratory
@ Minnesota Department of Health

@ New York State Department of Health (Wadsworth Center)

Wisconsin State Laboratory of Hygiene

Vaccine Preventable Diseases

PENNSYLVANIA
Allegheny County Health
Department

Pennsylvania Department
of Health Laboratories

Y City of Houston Department of Health and Human Services Bureau of Laboratories
W Dallas County Health and Human Services

 Tarrant County Public Health

Y Texas Department of State Health Services

Y TIEHH Bioterrorism Response Laboratory

Bacterial VPD RCs
(assignments if different than the Viral VPD RC)

* Minnesota Department of Health

Wisconsin State Laboratory of Hygiene

@ Philadelphia Public Health
Laboratory

Type of Dizeases, Pathogen Mame Cofg Year. CoAg Quarter

Wiral Diseazes e 2024 - 2025 e

1,335 1,528 776

Specimens Received Total Tests Run Total Positive Specimens

Mumber of Specimens Received by Pathogen

27

261 (19.55%) 2.02%)

Pathogen
W Mzasles

@ Varicella-zoster Virus
B Mumps

®Rubellz

® Adenc

703

342 (25.62%) (E2.6658)

Lost Refresh Date: 5/23/2025 2:35:38 AM



https://www.aphl.org/programs/infectious_disease/Pages/VPD.aspx

Questions about measles lab testing

';;‘ Measles (Rubeola)
B

Laboratory Testing for Measles

For Public Health

l~
JUNE 12, 2024

KEY POINTS

* CDC recommends the collection and submission of samples for all
suspected measles cases.

* Nasopharyngeal or throat swabs are preferred over urine specimens.

* Get information about collection, storage, and shipment of U.S. or
international specimens.

https://www.cdc.gov/measles/php/laboratories/index.html

28
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Questions about measles lab testing

Specimen shipping to CDC

If instructed to send specimens to CDC from within the Unites States, you must
download and complete the CDC Specimen Submission Form (50.34). Please

fill out a form for each specimen submitted. Submitters are encouraged to use
the CDC Specimen Test Order and Reporting (CSTOR) Web Portal to submit

Submitting specimens specimens.

Provide the following for domestic and international shipments:

In addition to the information found on the CDC Infectious Diseases
Laboratories Test Directory entry for each test, follow the guidance below for
specimen collection and shipping. The instructions also include points of
contact for the tests.
Measles — Recommendations for Testing for Clinicians
Measles is a mandatory. immediately notifiable disease. Please report confirmed and probable cases of measles to your local health department.

Preference Test Specimen Indication Timing Hotes

=  Aspecimen for detection of virus should | * MPIOP swab collected <3 days after rash onsat s the

Nasopharyngeal ; preferred specimen. |deally, RT-PCR should be
(NP} or throat MMEC%:, a mas possiki =y performed for all suspect measles cases identified within
(0P} swab SLISPCION of MEASies. 10 days of rash cnset.
prefeme +  Speci [ : . . 5
Prefemed | o oeg - & Acute wmégmﬁrbrﬁlﬂ;ﬂﬁu; Caollecting a urine specimen along with an NPIOP swab
Test Urine can be Disease b el i 11m 4 A A may imgrove test sensitivity, especially if at the end of

https://www.cdc.gov/measles/php/laboratories/index.html

29
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Measles Virus
(15,894 nucleotides)

Measles virus is more
conserved than other RNA
viruses.

N450 sequencing determines
the genotype and the distinct
sequence ID (DSId)

Only B3 and D8 wild-type
genotypes detected
since 2021

F

bsan nt

Sequencing region for
genotype assignment

M, Mucleocapsid
F, Phosphoprotein
M, Mairix protein
F, Fusion protein
H, Hemagglutinin
L, Large protein



Measles N450 genotyping

seq window

1104 1131 1233 1686 1747

MeV216 sed window Mev214

Targets a 450-nucleotide fragment of the nucleoprotein (N) gene of the measles virus
* Global standard method for genotyping measles viruses

Distinct Sequence Identifier (DSId) is assigned to each sequence
* Unique integer assigned to each unique sequence of the measles virus N-450 region.
* Assigned using the Measles Nucleotide Surveillance database (MeaNS?2)

Identifies variations within genotypes to help track transmission patterns and support epidemiological
investigations.

There are limitations to N450 genotyping. In the past the diversity within N450 sequencing data was
sufficient to discern between chains of transmission. However, there has been an overall global
consolidation in measles genotypes over time with only D8 and B3 genotypes in global circulation.
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Weekly measles cases by rash onset date, U.S., 2025
Source: Measles Cases and Outbreaks | Measles (Rubeola) | CDC
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* A majority of cases sequenced during 2025 were the same N450 sequence, genotype D8-9171




Whole genome sequencing can help but
is best interpreted in combination with
epidemiological information - RT-PCR

* Whole genome sequencing allows for better resolution of
transmission chains than genotype alone.

S Genotyping

* Highly distinct sequences provide additional support for

ruling out transmission links. 448 Whole Genome

Sequencing

» Similar or identical sequences may suggest a possible link;
however, epidemiologic data are critical for confirmation.

Doesn’t Exist

* Widespread and repeated introductions from the same
lineage make it challenging to identify separate
transmission chains




Measles Whole Genome Sequencing (WGS)

A T - WGS |- - -

Goal of sequencing beyond N450: Improve resolution by acquiring additional base changes that may
differentiate genetic lineages.

MeV sequencing challenges

Important that the sequence that is generated is highly accurate due to the slow rate of evolution;
viruses across outbreaks may be genetically very similar.

The MF-NCR, a known variable region in the genome, is technically difficult to sequence and
assemble, but may provide greater resolution for the analysis. We are still investigating how much
resolution that region will add.

Analyses of transmission dynamics are very sensitive to sampling bias and as more sequences are
added, the phylogenetic tree topology can change. Therefore, a comprehensive and wholistic
analysis is the most accurate way to analyze the outbreaks.



Thank you.

For more information, contact CDC
1-800-CDC-INFO (232-46306)
TTY: 1-888-232-6348 https://www.cdc.gov/

Follow us on social @CDCgov M
The findings and conclusions in this report are those

of the authors and do not necessarily represent the



https://www.cdc.gov/

Virtual Reality Training on Specimen Handling

Joseph Rothschild, CDC Division of Laboratory Systems (DLS)
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OnelLab VR

VR Specimen Handling Scenarios

In these vitual scenarios, learners will:

* Demonstrate standard precautions when
handling blood, urine, and respiratory
specimens.

* Assess and sort human blood, urine, and
respiratory specimens for processing.

reach.cdc.gov/onelabvr



https://reach.cdc.gov/onelabvr

Specimen Submission to CDC

Valerie Albrecht, CDC Office of Laboratory Systems and Response
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CDC 50.34 form will Retire October 2026

Select the Specimen Origin o Beqin the Form
€DC SPECIMEN SUBMISSION FORM: SPECIMENS OF HUMAN ORIGIN

LABORATORY EXAMINATION REQUESTED STATE PHL / NEW YORK CITY DEPARTMENT OF HEALTH & MENTAL HYGIENE / FEDERAL AGENCY / INTERNATIONAL
/ PEACE CORPS

Form Approved | OME Control No.: 0320-1309 | Expiration Date: T0/21/2026

Test order name: Name: Laboratory Director o designee)

—— e =a] (] I | S | |

Sipecd B | ] [E——

AL CDC. bring 1o the atiention of:

sreet actoross: |

PATIENT INFORMATION 3

Patient Name:

s awe. [ rargny ! o I I i

e Qo - CC I ] s | —

Date of onset: | mm/dd/yyyy [=] Pregnancy Status | Patient ID: Alternative Patient ID:

SPECIMEN INFORMATION

E—— | -

ORIGINAL SUBMITTER (0roarizstion tho riginsty subricte specienenfor et

specmenconscea s [movanyy B twe [o-

Director or designee]

[ ] ]

Material Submitcec

Specimen source (ype) Instition e [

Specimen saurce modifier

]
]
|
]
] oses Adrss:
|
]
|
J
J

[
| \
[
. e | [ ]
pecimen source ste o
Specimen sourc it modifr: | L ]
Cotection mettog: | [ 1C— ]
ROV— = 1 T ‘
M
spcenteratn | ! S | S} E— ‘
prva— it ofContact (arson t be contacted f thre i  cuestion regaring ths oder)
R . C 0 1T N ) N
Delivered o Ui CDE Specimen hene ‘ e ‘ |. = ‘ ‘;,w_”.. e ‘ |rc<‘ = ‘

Opened By.

—_— Identification label
Unit Specimen D% ) Patient ID: Alternarive Patient ID:
/ Specimen I0; Aliernative Specimen 1D

INTERMEDIATE SUBMITTER (cormpictefspecimen s subitied 1 SPHL tveugh 3 ntermedioe sgency)

Date received at CDC:

Diate received at STAT:

Date received in testing fab:___{____/. Time:

Diractor or designee)

Comiton STAT Laborstory Teting Lsbortory 1 I [ I | I

e T = Iz Degrs

Barcade 1

nstion rame: |

Specimen Container

Street Address:

Specimen

39
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CDC Specimen Test Order and Reporting CSTR

CDC Specimen Test Order and Reporting

Create Test Order Requests Submit Specimens Ship Package Check Status View Reports Manage Organization

* A web portal that streamlines the process to request test

orders, submit specimen information, and receive reports
from the CDC © Patient irth Date

e Online alternative to using the 50.34 form ¢ oo

* Provides a way to centralize test order approvals, specimen i
data, shipment status, and CDC reports [

 Qver 115 external organization connected with almost 1000
users

40



Specimen Data Entry Form via CSTOR

CDC CSTOR

Specimen Test Order and Reporting
Create Test Croer Feguests  Submi Specimens

ShipPacksge  CheckSstus  ViewReporns  Manage Organization Marage Orgn In My hesdiction Traiing

wder / Specimen |

Welcome, Mikits Swirmen Gabraith & G
Missoust State Publc Heath Labonton

Human

Submitters sending specimens to CDC for laboratory testing should supply all pertinent information associated with the specimenis). This information will allow the |aboratory 1o effectively review the test order and perform the appropriate tests),
The information supplied will be included in the laboratory report.

Specimen Handling field. This Infom.

Laboratory Exam Requested
Test Order Mame * Aerobic Acti = and Anti 45 Testing- CLA
Test Ovder Code * CDC-10149
Suspected agent .

Date sent to CDC

At CDC, bring to the attention of

Institution

MO State Public Health Laboratory

Laboratary Director or Designee
Dr Laura Naught PRD

Institutional Email *
labweb 1 @health.mo.gov

Address Phane
101 north Chestrut +1(573) 751-3334 bt

P.0. Box 570 Fax

=1 (573) 5262754
Jefferson City , Missouri 65101 United States

Paint of Contact

Prefix Last Name * First Name * Maddie Initial Suffix
* | Sminnen Gaibraith Nkt

POL Email

oazl@edegov

n is helptul in ensuring that your specimens are handled comectly upon receipt at C

-

41



CSTOR Onboarded SPHLs

AK

sD wi NY
14 “ PA
NE
I N OH
KS MO KY VA
™ NC
OK  ar sC
MS AL GA
™ LA
Vi FL
GU pRr

VT CT
NJ RI
DE MD
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Original Submitter CSTOR Onboarding Goals

* For CDC

- Higher quality, more secure data submissions coming to CDC

- Streamlined submissions and report delivery through centralized hub
* For SPHLs

- More visibility into submissions from original submitters in your
jurisdiction, leading to easier distribution of CDC reports to original
submitters

* For Original Submitters

- Faster, smoother workflow to receive SPHL approval and submit
specimens to CDC (for specimens the SPHL approves to go directly to
CDC) and access reports

CDC

EEEEEEEEEEEEEEE
NNNNNNNNNNNNNNNNNN
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COSO Submissions—-SPHL TO Request Permissions

e CSTOR Lab Administrators can manage approvals required at the TO level

p ._ CSTOR Welcome, Nikita Swinnen Galbraith ¥ @ G
( Missouri State Public Health Laboratory v

Il Specimen Test Order and Reporting
Create Test Order Requests Submit Specimens Ship Package Check Status View Reports Manage Organization HD Admin Manage Orgs in My Jurisdiction

o S8 Manage Orgs in My Jurisdiction

Epboaiting Click the appropriate tab below to either view original onboarding requests, manage test order request submission permissions, or view test order requests from original submitters that are pending. Under the
Test Order 'Original Submitter Onboarding’ tab, organizations that have requested will be available to be approved or denied to onboard to the CSTOR Web Portal to submit specimens directly to the CDC. Please note
Request reports will only be returned to the approved global submitter organization. Under the 'Test Order Request Permissions Management' tab, there is the ability fo designate whether a test order requests from
Permissions original submitters will be auto-approved, require pre-approval, or auto-rejected. Under the “Test Order Request Approvals tab, there will be pending test order requests from original submitters that will need to
B be approved or denied.

Test Order

Request

Approvals Test Order Request Permissions Management

Use the buttons to specify for which test orders from original submitters onboarded to CSTOR in your jurisdiction are auto-approved to be sent directly to CDC without SPHL review, which require SPHL review
and pre-approval prior to direct submission to CDC and which are auto-rejected and can never be sent directly fo CDC. Note that users with the 'Sub-Org Approver’ user permission must review and approve test
order requests from original submitters prior to them being able to submit specimens directly to CDC for any test order marked as requiring SPHL pre-approval. For test orders marked as auto-rejected, original
submitters will be unable to select those test orders from within the Create Test Order Request module, thereby preventing them from submitting specimens via CSTOR for those test orders Please also note that
if a test order request is currently disabled in CSTOR the selected permissions (auto approve,require pre-approval or auto-reject) will not apply until the test order request becomes active again

Search:

Auto-Approved Require Pre-Approval Auto-Reject |
. " Test Order Test Order Required CDC CSTOR
Auto-Approve All Require Pre-Approval for All Auto-Reject All Name o Unit Name e Status

Free-Living and Intestinal Amebas (FLIA)

(@] @ (@] Acanthamoeba Molecular Detection @ CDC-10471 Yes Active
laboratory
@] O] @] Adenovirus Molecular Detection @ CDC-10401 Respiratory Virus Diagnostics Unit Yes Active
S | Bacteriol Ref Lab
® O O Aerobic Actinomycetes - Identification @ CDC-10148 (;;I;L? actenology Reference No Active
Aerobic Actinomycetes - Identification Special Bactericlogy Reference Lab .
CDC-10149 N Act
© @ © and Antimicrobial Susceptibility Testing ﬂ (SBRL) © chve




Tabular List of TORs that Require SPHL Pre-approval

 Visibility for Sub-Org users on whether a test order requires state public health
laboratory (SPHL) pre-approval, is auto-approved, or is auto-rejected

Test Order
Name

Naegleria)- CLIA

B Create Test Order Request

The purpose of this page is to request and receive approval prior to submitting specimens to CD)
agent (if known)

Select New to create a new draft test order request. Specify the Test Order 1D, Test Order Name
Draft test order requests in the grid can be edited, copied, or deleted

Add additional documentation needed at the test order request level using the add attachment bj
Create specimen submission forms associated with this test order request using the *Specimen

Nacgleria) Non CLIA
Show 10

~ | entries

Showing 1 to 10 of 264 entries

Acanthamoeba Molecular Detection- CLIA

Acanthamosba Molecular Dataction- Non-CLIA

Adenovirus Molecular Detection- CLIA
Adenovirus Molecular Detection Non CLIA
Aerobic Actinomycetes - Identification and
Antimicrobial Susceptibility Testing CLIA
Aerabic Actinomycetas - Identificarion- C11A

Alkhurma Hemorrhagic Fever Testing- Non-CLIA

Ameba Identification (Acanthamoeba, Balarnuthis

Ameba Identification (Acanthamoeba, Dalamuthia,

e © 00 ¢ ¢

]

Test Order

€DC-10471

e-10611

C-10101

cpc 10581

cnc-10149

cnc-1014a

cpe-10274

oe-10286

cnc-10613

Visibility into Test Order Request Approvals

csToR
Status

Active

Active

Active

Active

Active

Active

Active

Active

Active

SPHL
Status

Auto-Rejected

Requires Pra-Approval

cpc
Statue

Requires Pre-Approval

Requires bre-Approval

Requires Pre Approval

Requires Pra-Approval

Requiires Pra-Approval

Requires Pre-Approval

Requires Pra-Approval

Requires Pra-Approval

kequires b

Requires Pre Approval

Auta-Approved

Auta-Approved

Requires Pre-Approval

Requires bre-Approval

Requires Pre-Approval

View below a list of all CDC test orders and their current CDC pre-approval status. For more information on the CDC pre-approval POCs. follow the information ' icon to that test order's entry in the Test Order Directory.

Search:
Supplemental Information

Requirad

Provide the following information: history of present illness, exposure history, past medical history, treatment history, CSF results, | &

imaging results. Available images can be submitted for preliminary morphological diagnosis, prior to submitting specimen for
molecular Contact tor more about submitting images,

Provide the following information: history of present illncss, exposure history, medical history, treatment history, CSF resul
imaging results. Avallable images can be submitted for preliminary morphological diagnosis, prior to submitting specimen for

molecular identification. Contact dpAx@cec.gov far more information about submitring images

None
None

Please provide as much information as possible on the CDC 50.34 Specimen Submission Form. Please notify laboratory point of
contact listed below of shipment if eritical care specimen.

Please complete all sections on the CDC 50.34 Specimen Submission [orm. Please notify laboratory point of contact listed below of
shipment if this is a eritical care specimen.

Private citizens interested in clinical testing should contact their healthcare providers. Clinicians should contact their local or state
health department for consultation.

Provide the following information: history of present illness, exposure history, past medical history, treatment history, CS results,
Imaging results. Avallable Images can be submitted for preliminary morphological diagnosis prior to submitting specimen for
molecular identification. Contact dpax@cec.gov far more information about submitring images

Provide the following information: history of present illness, exposure history, past medical history, treatment history, Cs+ results,
imaging resulrs. Available images can he submitred far preliminary marpholngical diagnosis prior T submirting spacimen for
molecular aboul submilling images.

Contact for more

have a specimen-level attachment added to them.
Select the draft fest order requests from the grid and select Submit once the test order regyésis are ready to be s

= gcwcibe Teot Qrder Directory for 2dditl inform ing specim rem _ ;
Click Me to review if the test order request requires pre-approval and if any supplemental information is required.
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Option to Release Report to Original Submitter

Welcome, Niita Swinmen Galbrafth & G

CDC CSTOR Migsouri Sabe Publc Heasth Labomaton W
Specimen Test Order and Reporting
Creste Test Orcer Reguests Submit Specimens ShpPackage  Check Sstus View Reports Marage Orgarization Maniage Orga in My lurisdiction.  Traieing
8 View Reports
mn: Reaierns, I

by clicking on tha am

il appear at the

sekecled POF repodls. A banne

To din cick o C
T @XPON MURp: reports, Expand the 1 o CSV of excel Use the “Downioad Selected POFS™ buttan to create 8

e Lab Customer Satsiaction Sureay

top of your screen w
con

10 O ther busion

P o
S Survey are used 1o hi

111he indical
& shara your feedba:

cpportunities for Improvement

nciude Hidden Reports
Last 1 yen
£ Avanced Search
My Reports
Specimen Reports (10 | Case Reports
Teest Order 1D Test Order Hame Specimen D (institubion) | Patien/Animal/FEME ID (institution) | Specimen ID (Originall | Pathent/Animal/FEMB ID {Oviginal] | CSID Last Sent Dadeli POC Emall Oviginal Submither Accession Method
-] Reports Manual Spec Ashita Apeckic Actinomyceies - ldentification- CLA Food Spec 2 Food 1 FQIE554453 QIR2026 QUEFDedcgov T University of kove Hospitals ang Qinics  CSTOR SubOrg -
Patient
Report Type CDC Department Name SentDate  Repont Date
Firal ILB Serology Diagrontics Uit 031972026 03132026 E | -
& Reports Manusl Spec Ashita Asrobic Agtingmycetes - ldentification. LA a2 " HEE45E 03N92006 OQCEMGudeoay The: University of Knwd Hospitals ang Oinics  (CSTOR SubOrg

Report Type (D Departmént Name SendDate  Repoit Date
Firal ILE Seroiogy Diagnostics Urit 8193038 DR1S30
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COSO - Workflow

Original SPHL CSTOR
Submitters TaE] Lab Admins
request review by review &

CSTOR access CSTOR approve
via REDCap Help Desk onboarding
form request

Original
Submitter
CSTOR Lab

Admins

onboard
via SAMS

Original
Submitter CSTOR
Lab
Administrators
get access to
CSTOR
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COSO Submissions-Workflow

SPHLs set up Original If TO requires

which TOs Submitters SPHL pre-
create TOR &
approval,

specimen

require SPHL
review/ submission SPHL reviews
approval form(s) and approves

If TO requires
CDC pre-
approval, CDC
reviews and
approves

Original
Submitters
finalize specimen
form(s) &
electronically
ship package
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= |f you have any guestions, concerns,
feedback, or to request additional
support, email the CSTOR Help Desk:

Questions?

cstor@cdc.gov



mailto:cstor@cdc.gov

Next Scheduled Call: July 20 at 3pm
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Thank you!

For more information, contact CDC

1-800-CDC-INFO (232-4636)

TTY: 1-888-232-6348 cdc.gov

Follow us on X (Twitter) @CDCgov & @CDCEnvironment

The findings and conclusions in this report are those of the authors and do not necessarily represent the official position
of the U. S. Centers for Disease Control and Prevention.



http://www.cdc.gov/
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