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ADHI1C Allele and Genotype Frequencies
Available polymorphism(s)

Common Designations

rs number Nucleotide Amino acid Genotyping
change change method
rs1693482 Ex6-14G>A Arg272GIn TagMan
rs698 Ex8-56A>G Ile350Val TagMan

Allele and Genotype Frequencies for Subpopulations
By Race/Ethnicity

By Age

By Sex

By Race/Ethnicity and Age

By Race/Ethnicity and Sex

By Race/Ethnicity

Chi- Chi-

HW
Variant Race- Allele square Genotype square P.
ethnicity % (95% CI) P- % (95% CI) P-
valuet
valuet valuet
A G AA AG GG
Non- 38.5 61.5 15.5 45.9 38.6
Hispanic (35.4, (58.3, (13.3, (433, (345, 0.91
White  41.7) 64.6) 18.1) 48.4) 42.9)
Non- 14.6 85.4 2.3 24.6 73.2
Hispanic (12.8, (83.5, <0.001 (1.5, (21.7, (69.9, <0.001 0.37
rsl693482 Black 16.5) 87.2) 3.3) 27.6) 76.2)
. 34.1 65.9 11.1 46.0 42.9
aexIcan (325, (64.2 96, (433, (405, 0.35
35.8) 67.5) 12.9) 48.6) 45.4)
33.8 66.2 12.9 41.7 45.4
Total* (314, (63.7, (11.1, (39.8, (42.3,
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36.3)  68.6) 15.1)  43.6)  48.5)

A G AA AG GG

Non-  60.6  39.4 374 464 162
Hispanic (57.5, (36.5, (33.4, (436, (14.0, 0.93

White  63.5)  42.5) 415)  49.2) 18.7)

Non- 851  14.9 726 250 2.4
Hispanic (83.2, (13.2, <0.001 (69.4, (222, (16,  <0.001 0.26

rs698 Black 86.8) 16.8) 75.6) 28.0)  3.5)

Mexican 689 8Ll 492 394 115
American 670 (293, (46.8, (371, (9.7, <0.01

70.7)  33.0) 51.5)  417)  13.5)

656  34.4 448 417 13.5

Total*  (63.1, (32.0, (415, (395, (117,

68.0)  36.9) 48.1)  43.9) 15.6)

* Includes all U.S. race/ethnic groups.

T “other” race/ethnicity category was not included in chi-square tests.

1 P-values from unweighted chi-square goodness-of-fit tests to test for deviations from Hardy-Weinberg
(HW) proportions.

By Age”™
Chi- Chi-
variant Age Allele square Genotype square
years 0 0 - 0 0 -
( ) % (95% CI) P % (95% CI) P
value value
A G AA AG GG
34.7 65.3 45.5
12-19 (29.8, (60.0, é?'g)(lo'l’ ii'i)(BA"?’ (39.9,
40.0) 70.2) ' ' 51.3)
33.2 66.8 42.9 45.3
20-39 (30.5, (63.9, %‘2)(9'9’ (40.1, (41.4,
36.1) 69.5) ' 45.8) 49.3)
0.874 0.643
rs1693482 34.0 66.0 13.8 (11.1 40.4 45.8
40-59 (30.3, (62.1, 17'1) ™ (36.7, (40.7,
37.9) 69.7) ' 44.1) 51.0)
33.9 66.1 12.6 42.6 44.8
>=60 (31.5, (63.6, (10.3, (39.2, (41.3,
36.4) 68.5) 15.2) 46.2) 48.3)
33.8 66.2 45.4
Total (14, (@7 29 (1L AT E98 (g5
36.3) 68.6) ' ' 48.5)
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A G AA AG GG
64.9 35.1 45.0
12-19  (59.4, (30.0, (38.9, 22'2)84'1’ ;‘2'21)(10'2'
70.0) 40.6) 51.3) ' '
66.2 33.8 (3L, 44.8 (411, ¥%7 12,5 (10.4,
20-39 (63.3, 36.7) 48.7) (39.9, 14.9)
68.9) ' ' 45.5) '
65.2 248 0.876 g 0.8 0.785
rs698 5. 4, 44. 40.
40-59  (61.2, (31.0, (39.3, (36.8, 1;1'3)(“'7’
69.0) 38.8) 50.4) 45.0) '
65.5 44.3 42.4
>=60 (631, gg-g)(?’z-l’ 409,  (39., 12-3)(“-2’
67.9) ' 47.8) 45.8) '
65.6 34.4 44.8
Towl |(831,  |@o, s, 4TE9s msaLr
68.0) 36.9) 48.1) ' '
* Includes all participants, regardless of race/ethnicity.
By Sex™
Chi- Chi-
. Allele square Genotype square
Variant | Sex % (95% CI) P- % (95% CI) P-
value value
A G AA AG GG
33.5 66.5 (63.3 13.0 (10.9, 41.1(37.7, 45.9 (414
Male (304, 69.6( - 15'3( - 44.6( - 50'5( h
36.7) .6) 3) .6) .5)
0.621 g 0.835
rsl1693482 66.0 42.2 44.
Female 22'2)61'9’ (63.7, 15'2)(10'7’ (39.9, (42.3,
' 68.1) ' 44.6) 47.4)
45.4
Total 33.8 (31.4, 66.2 (63.7, 12.9 (11.1, 41.7 (39.8, (42.3,
36.3) 68.6) 15.1) 43.6) 48.5)
A G AA AG GG
65.9 34.1 (30.9, 453 41.1(36.9, 13.6 (116,
Male  (62.5, 37.5) (40.3, 45.3) 15.8)
69.1) ' 50.4) ' '
5 0.679 0.865
rs698 S.4
Female (63.2, 34.6 (32.5, 44.2 (41.8, 42.3 (40.1, 13.5(11.3,
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67.5) 36.8)
34.4
Total gg.g)(asi, (32.0,
' 36.9)

* Includes all participants, regardless of race/ethnicity.

By Race/Ethnicity and Age

. Race- Age
Variant ethnicity (years)
12-19
Non- 20-39
Hispanic
White 40-59
>=60
12-19
20-39
Non-
rsl1693482 Hispanic
Black 40-59
>=60
12-19
Mexican 20-39
American
40-59
>=60

46.7)

44.8 (41.5, 41.7 (39.5,

48.1)

Allele
% (95% CI)

A

41.9 (35.3,
48.8)

38.3 (34.5,
42.3)

38.0 (33.2,
42.9)

37.6 (35.3,
39.9)

13.5 (10.7,
16.7)

14.3 (12.4,
16.4)

15.0 (12.4,
18.0)

16.0 (12.5,
20.2)

33.8
(30.0,
37.7)

34.3 (32.0,
36.6)

34.5 (31.2,
37.9)

33.0 (28.3,
38.2)

G

58.1 (51.2,
64.7)

61.7 (57.7,
65.5)

62.0 (57.1,
66.8)

62.4 (60.1,
64.7)

86.5 (83.3,
89.3)

85.7 (83.6,
87.6)

85.0
(82.0,
87.6)

84.0
(79.8,
87.5)

66.2 (62.3,
70.0)

65.7 (63.4,
68.0)

65.5 (62.1,
68.8)

67.0 (61.8,
71.7)
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44.5)

43.9)

AA

19.0 (12.5,
27.8)

14.6 (12.3,
17.3)

16.2 (12.9,
20.2)

14.2 (11.7,
17.2)

2.1 (0.9,
5.1)

2.0 (1.2,
3.1)

2.3 (L1,
4.9)

3.3 (1.6,
6.7)

11.7 (8.7,
15.7)

11.2 (9.0,
13.7)

10.8 (7.8,
14.6)

10.4 (6.9,
15.4)
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16.1)

15.6)

Genotype
% (95% CI)

AG

45.8 (39.2,
52.5)

47.3 (42.9,
51.8)

43.5 (39.1,
47.9)

46.7 (42.8,
50.6)

22.6 (18.2,
27.7)

24.7 (21.3,
28.4)

25.3 (21.0,
30.2)

25.3 (19.8,
31.7)

44.1 (38.8,
49.5)

46.2 (41.8,
50.7)

47.4 (42.8,
52.0)

45.3 (39.5,
51.2)

13,5 (11.7,

GG

35.2 (28.1,
43.1)

38.1(32.4,
44.0)

40.3 (33.9,
47.0)

39.1 (35.8,
42.5)

75.2 (69.8,
79.9)

73.4 (69.5,
76.8)

72.4 (67.3,
76.9)

71.4 (64.5,
77.4)

44.2 (38.7,
49.9)

42.6 (38.8,
46.5)

41.8 (37.2,
46.6)

44.3 (37.4,
51.4)
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A G AA AG GG
1219 57.3 (50.3, 42.7 (35.9, 33.9 (26.3, 46.9 (39.1, 19.3 (12.6,
64.1) 49.7) 42.4) 54.7) 28.3)
20.39 00.6(56.9, 39.4 (359, 36.7(31.8, 47.8(43.8, 155 (129,
Non- 64.1) 43.1) 41.9) 51.8) 18.6)
Hispanic 39.0
White 40.59 610 (559, (342 38.8 (32.1, 44.4 (39.7, 16.8 (13.6,
65.8) 24.1) 45.9) 49.2) 20.5)
>—go  BL7(59.3, 38.3(35.9, 385 (353, 46.4 (428, 15.1(126,
64.1) 40.7) 41.8) 50.0) 18.0)
19-10 85.9 (82.6, 14.1 (11.2, 74.5(69.1, 22.9 (18.6, 2.6 (1.2,
88.8) 17.4) 79.2) 27.8) 5.6)
85.6 (83.5, 14.4 (12.4, 73.2(69.3, 24.8(21.3, 1.9 (1.2,
rs698 -
Non- 20-39 87.6) 16.5) 76.8) 28.7) 3.1)
Hispanic
Black 4059 845(8L3, 155(12.8, 7L5(66.2, 26.0 (213, 2.5 (L1,
87.2) 18.7) 76.2) 31.3) 5.7)
>—g0  835(79.3, 165(13.0, 70.3(63.4, 26.5(20.9, 3.3 (L6,
87.0) 20.7) 76.3) 32.9) 6.6)
1919 70.6 (66.3, 29.4 (25.4, 52.9 (47.2, 35.3(30.5, 11.7 (8.5,
74.6) 33.7) 58.6) 40.5) 16.0)
20.39 ©08:3(66.2, 3L7(29.7, 48.4(45.0, 39.7(35.7, 119 (9.9,
American 4059  084(65.0, 316 (28.4, 47.7(43.8, 415(38.8, 10.8 (8.0,
71.6) 35.0) 51.5) 44.3) 14.6)
o=go 093 (644, 30.7(26.2, 48.6 (414, 41.4(34.9, 10.0 (6.9,
73.8) 35.6) 55.9) 48.3) 14.2)

By Race/Ethnicity and Sex

Variant Race- Sex Allele Genotype
ethnicity % (95% CI) % (95% CI)
A G AA AG GG
Male 38.0 (34.1, 62.0 (57.9, 15.5(12.9, 45.0(40.8, 39.5(34.0,
White Female 38.9(36.1, 61.1(58.2, 15.6(13.1, 46.7(43.5, 37.8(34.0,
41.8) 63.9) 18.4) 49.9) 41.7)
Male 15.3 (13.0, 84.7(82.1, 2.2 (1.2, 26.2 (21.9, 71.6 (66.9,
rs1693482 Non-Hispanic 17.9) 87.0) 3.9) 30.9) 75.9)

Black
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rs698

Mexican
American

Non-Hispanic

White

Non-Hispanic

Black

Mexican
American

Female

Male

Female

Male

Female

Male

Female

Male

Female

13.9 (11.9,
16.2)

33.0 (30.4,
35.7)

35.3 (33.2,
37.4)

A

61.0 (57.0,
64.9)

60.1 (57.4,
62.8)

84.1 (81.2,
86.6)

86.0 (83.7,
87.9)

69.9 (67.5,
72.2)

67.8 (65.2,
70.2)

86.1 (83.8,
88.1)

67.0 (64.3,
69.6)

64.7 (62.6,
66.8)

G

39.0 (35.1,
43.0)

39.9 (37.2,
42.6)

15.9 (13.4,
18.8)

14.0 (12.1,
16.3)

30.1 (27.8,
32.5)

32.2 (29.8,
34.8)

2.3 (1.4,
3.8)

10.5 (8.1,
13.5)

11.8 (9.4,
14.8)

AA

38.2 (32.3,
44.5)

36.5 (33.2,
40.0)

70.7 (65.5,
75.4)

74.2 (70.6,
77.5)

50.2 (47.5,
53.0)

48.1 (44.8,
51.4)
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23.2 (20.2,
26.5)

45.0 (41.6,
48.5)

46.9 (43.0,
50.9)

AG

455 (40.4,
50.7)

47.2 (44.5,
50.0)

26.8 (22.2,
32.0)

23.5 (20.6,
26.6)

39.4 (36.1,
42.8)

39.3 (35.7,
43.1)

74.5 (70.7,
77.9)

44.5 (40.9,
48.1)

41.3 (38.3,
44.3)

GG

16.3 (13.7,
19.2)

16.2 (13.8,
19.0)

2.5 (.5,
4.2)

2.3 (1.4,
3.8)

10.4 (7.7,
13.8)

12.6 (10.0,
15.7)
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