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Sapovirus

[Sap’ 0-vi" ros]

Sapovirus, formerly Sapporo-like virus after Sapporo, Japan, where first recognized during an outbreak in an
orphanage in 1977. A genus of viruses of the family Caliciviridae, they cause self-limited, acute foodborne
gastroenteritis. Morphologically similar viruses were detected in a subsequent series of outbreaks in the same
institution between 1977 and 1982. Sapoviruses play an important role in outbreaks of gastroenteritis in infants and

have recently been found to infect adults.

Source: Dorland’s illustrated medical dictionary, 31st ed. Philadelphia: Saunders/Elsevier; 2007; Chiba S, Nakata S, Numata-
Kinoshita K, Honma S. Sapporo virus: history and recent findings. J Infect Dis. 2000;181(Suppl 2):S303-8.
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