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P3G Knowledge Database

Knowledge Curation and Information Technology
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Knowledge Curation and Information Technology


•	 The advantages of integrating 
databases in different aspects of 
Biobanks as public resources. 

1. The first requirement that has to be 
fulfilled to enable biobank 
communication is a unique identity for 
each biobank 

2. Second, a common nomenclature is 

needed in order to communicate

between biobanks.
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The potential impact of integrating will be:


•	 Promote communication within and between major 
biobanking initiatives thereby helping to overcome 
existing fragmentation of population genomic research. 

•	 Enhance the effective sharing and synthesis of 
information, thereby addressing the need for very large 
sample sizes and helping to promote collaborative 
international genetic epidemiological and clinical 
research. 

•	 Avoid the expensive mistakes and inefficiencies that can 
arise when individual initiatives repeatedly “re-invent 
the wheel”, thereby saving funders and researchers a lot 
of time and money 
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Knowledge Curation and Information Technology 
The Road Map: 

� WG 1: Nomenclature

� WG 2: Sample handling

� WG 3: Biobank information

� WG 4: Phenotype data

� WG 5: Genotype data

� WG 6: Data modeling

� WG 7: Database Integration

� WG 8: Security

� WG 9: Output and analysis

� WG 10: Documentation
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The road map: Phenotype


� Describe data format naming conventions 
� P3G data format standard (Start with GenomEUtwin documents) 
� Describe relations between the entities 
� Describe entities and their attributes 
� Sync genotype data 
� Questionnaires (validation) 
� Clinical measures 
� Laboratory phenotypes 
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The road map: Data modeling


� Conceptual data modeling using UML (Unified Modeling 
Language) 

� Build conceptual harmonized data model for genotype and 
phenotype data 

� Sequence variation standardization 
� Provide standardized data transfer format 
� Tracking of samples 
� XML and OWL for future use 
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The road map: Sampling handling


� Sample collection 
� Sample identification 
� Data collection 
� Structure and standardization of data 
� Quality control procedures 
� Ethical and legal aspects 
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The road map: 

Missing data 

We must have a common strategy for reporting 
missing data, e.g., drop ou ts (due to death or 
other), irrelevant data, unreadable data, refusals, 
no responses, etc. 
Every registry should look at its own databases 
and see if the ideas are feasible, then add to and 
criticize the document. 
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