
Appendix Table. Distance matrix of DNA sequences from the outer surface protein Cgene  of Borrelia burgdorferi* 

Sequence A B C CKR10 D E F G H I J K L M N O P Q R S T U VMM25† WF17 XWI30 YBC2 ZKR18 

A                            

B 79.8                           

C 83 84.3                          

CKR10 81.9 84.7 96.8‡                         

D 84.5 79.9 79.1 78.6                        

E 78.5 77.8 79.8 78.5 76.3                       

F 78.3 76.1 80.4 78.7 79.8 78.1                      

G 79.8 76.6 76.8 75.7 78.5 80.1 78.5                     

H 78.5 74.4 81.1 80.2 77.6 77 82.8 75.9                    

I 81.7 80.2 87.7 86.5 81.6 79 79.6 74.8 80.2                   

J 81.3 76.8 83.2 82.2 81.9 78.5 84.5 78.5 89.7 82.4                  

K 82.4 78.7 83 81.9 81.5 81.5 83 78.3 81.5 82.6 83.7                 

L 74.2 78.5 77.2 77.4 76.1 75.9 76.6 73.8 80.9 79.8 80.6 76.3                

M 80.4 74.6 79.1 77.6 78.1 81.3 81.1 77.4 76.3 78.7 78.7 81.5 75.1               

N 76.1 79.8 79.1 78.7 77 76.8 76.6 82 75.3 77 77.2 79.6 74.6 76.4              

O 75.9 83.3 80.4 80 78.7 81.3 80.9 78.1 75.3 77.4 77 77.2 78.5 80.4 78.5             

P 77.8 76.3 76.3 75.9 75.7 79.4 79.6 83.7 75.7 75.5 79.1 76.6 74.2 78.5 78.5 76.1            

Q 81.1 76.6 84.3 83.7 77.8 77.4 80.2 76.8 83 84.5 82.2 80.2 77.2 78.1 77.6 77 76.6           

R 77.4 74.2 77.6 75.9 76.1 78 78.3 82.4 75.1 77.4 77.6 78.5 73.5 79.8 77.6 77.4 83.7 75.3          

S 78.7 82.6 80.4 79.4 79.4 79.1 77.6 81.3 75.6 78.1 79.2 78.3 77 76.6 79.4 81.8 79.8 75.9 82         

T 78.9 78.9 77.6 76.8 78.3 76.4 76.1 80.4 72.7 77.2 75.1 78.5 74.9 77 78.3 77.5 80.2 74.8 76.1 80        

U 79.8 76.8 78.3 77 74.6 74.2 77.1 81.7 74.8 75.3 76.8 74.8 76.3 75.9 76.7 78.6 81.1 75.2 80.9 84.1 83.2       

VMM25‡ 83.1 78.3 85.5 84.1 83.2 85.1 86.5 82.1 87.9 86 89.4 90.8 81.6 87 82.2 82.1 80.7 85.5 83.6 80.2 78.8 78.7      

WF17 79.4 79.4 82.4 82.2 78.2 79.6 78.9 77.6 75.5 81.7 79.6 79.6 80 84.1 77 81.1 77.2 78.3 77.6 79.8 76.6 78.3 84.1     

XWI30 82.6 76.8 82.6 80.9 80.9 76.8 79.6 79.1 78.9 80.2 82.2 81.3 75.7 78.5 77.8 79.4 77.2 79.1 80.4 79.8 76.6 78.7 86.5 78.1    

YBC2 75.9 77.4 78.3 78.5 75.7 79.1 78.9 75.9 79.4 76.1 79.6 78.1 81.9 78.7 75.5 80 77.8 79.1 75.7 79.3 76.8 78.7 86 78.9 75.5   

ZKR18 77.4 77.4 80 79.4 78.9 77.6 79.3 77.6 76.5 77 78.9 82.6 74.4 78.7 78.8 77 77.2 75.9 78 77.6 75.7 75.3 86 76.6 76.3 75.5  
*Used only first 300 bp, compared with NC_001903. GenBank accession nos HM047873, HM047874, HM047875, HM047876, HM047877, and HM047878. 
†Strain designations.. 



‡KR10 is >2% and <8% different from C; <2% means the same allelic group, >8% means a different group. 
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